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MARE: A Prototype for Developing a Gene Expression Profile Search
Engine
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Abstract In the post-genomic era, the selection of medical treatments using patients’ genomic information, called
tailor-made medicine, is one of the important problems. Recent bio-technological advances such as DNA microarrays
allow us to generate databases about gene expression profiles observed from patients. Our aim in this study is to
develop a search engine for the expressions because we will make an accurate prognosis from patients having similar
expressions. However, since the database would contain enormous data, we here develop a search engine for yeast
gene expressions using Ruby on Rails, and clarify the difficulties to develop the human patients’ search engine.
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Welcome to MARE top page!
An Example

step1.)Copy and paste the genes below.

TFC3,0.87

step2.)Press "Search" button.
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