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COPINE: Mining Networks Sharing Common Patterns
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T Graduate School of Humanities and Sciences, Ochanomizu University Otsuka 2—-1-1, Bunkyo-ku, Tokyo,
112-8610 Japan
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Abstract We specifically examine an undirected network where nodes have a set of items, such as a social net-
work in which the nodes are associated with each person’s bought products or a gene network in which the nodes
are related to each gene’s activated conditions. For a given network, the subnetworks whose vertices contain com-
mon patterns have various applications. In order to extract such subnetworks, we introduce an algorithm called
COPINE. COPINE can extract subnetworks from network having ten thousand nodes and two hundred thousand
edges. COPINE can also discover useful biological networks from protein-protein interaction network in yeast.

Key words Graph mining, common patterns
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