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Abstract Gene networks have been constructed with genes as nodes and interactions between genes as edges so as to reveal gene
functions and relationship. However, nodes and edges of the gene networks are usually very numerous. Because of that, it may be difficult to
understand relations between genomic functions and gene-gene interactions, if it is visualized by traditional techniques. In this paper, we
introduce a simultaneous visualization of a large gene network and gene ontology (GO), which summarizes gene functions and attributes.
The technique represents the functions provided by GO as colors of nodes, and bundles edges depending on the gene functions to ease visual
complication of the network.
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(a): protein-DNA complex (GO:0032993)

(b): intracellular organelle part (GO:0044446),
non_membrane bounded organelle (GO:0043228),
organelle part (GO:0044422)

(c): non_membrane bounded organelle (GO:0043228)

(d): cell projection (GO:0042995)

(e): intracellular organelle part (GO:0044446),
organelle part (GO:0044422)
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